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Genomics   With the development of genetic science, disease has been linked to the abnormal expression of 
genes. Plenty of researches have linked TCM syndromes to mutations and abnormal expression of some genes. In 
the research of coronary heart disease, Xueet al. was found blood-stasis “ZHENG” is relate to the polymorphism 
of platelet activation genes and angiotensin converting enzyme genes [1,2]. Fang et al. consider that the relation-
ships between the polymorphism of apolipoprotein E ApoE) genes and phlegm-stasis “ZHENG” is existed. Nu-
merous studies have demonstrated the association between TCM “ZHENG” and abnormal expression of gene. 

Transcriptomics and proteomics    Transcriptomics and proteomics are the extension of genomics.Using transcriptom-
ics, Liu et al. have discovered that the qi-yin deficiency patient comparison with healthy persons identified 113 mR-
NAs-41 enhanced and 72 decreased. Functional genetic analysis of the mRNAs indicated that two TCM syndromes were 
correlated with cell apoptosis, immune inflammatory responses, and lymphocyte activation [3]. Transcriptomics show 
the transcription abnormalities of genes. Proteomics is used to analysis the protein expression profiling of syndromes.

Metabolomic    The essence of “ZHENG” is the metabolic or network alterationand this altered phenotype is ob-
jectively reflected by changes in the expression profile of endogenous metabolic components in the blood or 
urine [4]. Metabolomics can elucidate the diagnosis of TCM “ZHENG” by exploring terminal product. Wang and 
his coworkers used UPLC-Q/TOF-HDMS combined with pattern recognition methods to investigate a compre-
hensive metabolome of YangHuang syndrome (YAH) and YinHuang syndrome (YIH) [5]. Results indicate that Vi-
tamin B6 metabolism, Tryptophan metabolism, Arginine, and Proline metabolism were the top functions listed 
by MetaboAnalyst3.0 for YAH patient. 40 metabolites were identified as potential candidates for biomarkers[6].

Conclusion    In this review, we delineate and discuss the application of omic technologies in TCM syn-
drome Differentiation. Omic technologies illustrate the essence of the syndrome from different perspec-
tives. Many pathogenic genes and metabolic markers of symptoms have been found. To clarify the essence 
of “ZHENG” and use a more effective way to classify TCM syndrome is conducive to the precise treatment 
of Chinese medicine. In a word, we hope this approach will not only narrow the gap between mainstream 
medicine and TCM but also develop the unique advantages of traditional Chinese medicine treatment.
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Abstract    Chinmedomics, a unique, holistic, scientific method of traditional Chinese medicine (TCM) research, 
by integrated serum pharmacochemistry of TCM with metabolomics technology, made a great contribution to 
elucidate the therapeutic and synergistic properties and efficacy material base on TCMs. The active constitu-
ents were screened using the plotting of correlation between biomarkers and constituents absorbed in blood 
serum after oral administration of a formula (PCMS), and is ongoing verification by further biological experi-
ments. PCMS, used to clarify the active ingredients and synergistic properties, was successfully applied for rap-
id discovery of potentially bioactive components from TCM. Through a series of formulas studies on the Chinme-
domics, it proved that the established method could help to explore the effective substance for further research 
of TCM and is the best method to fit the holistic concept of TCM as a new research approach. This critical review 
covers the research achievements of “Research Center of Chinmedomics State Administration of TCM” in innova-
tive drug from serious of formulas include Yinchenhao Tang, Kaixin San, Shengmai San, Liuwei Dihuang Wan, 
Shaoyao-Gancao decoction, ShenQiWan, Wen Xin Formula, Zi Shen Wan, AS1350, Shuanghuanglian formula, et al. 
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1.Formation of ChinmedomicsTheory     Finding a strategy for evaluating effectiveness of TCM is full of hardships for 
for its complex constituents. Based on such problems, Chinmedomics, by integrated serum serum pharm-chemis-
try[1] of TCM with metabolomics technology, is a unique method of TCM research, made outstanding contributions 
in solving international concerns such as the effectiveness and security aspects of TCM. The correlation between the 
endogenous biomarkers of syndrome and exogenous constituents of formulation is analyzed to find the highly associ-
ated compounds as the effective substances, and further clarifying their activities, and may discover lead compounds.

2. Applications of Chinmedomics in Bioactive Components of Formulas    This article introduces and reviews the 
concept of chinmedomics, and highlights recent examples of the approach, such as potentially bioactive compo-
nents and metabolites of Kaixin San, [2] Shengmai San, [3]  Liuwei Dihuang Wan, [4] Shaoyao-Gancao decoction, 
[5] ShenQiWan, [6]Wen Xin Formula, [7] Zi Shen Wan, [8]AS1350,[9] and Shuanghuanglian formula by integrating 
UPLC-ESI-Q-TOF-MS technique and MetaboLynx data processing method and multivariate statistical analysis. We 
also conclude that chinmedomics is a powerful and versatile tool for both biomarker discovery and exploring the 
complex relationships between biological pathways and drug response, highlighting insights into drug discovery.
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Abstract    The colloidal phase in Bai-Hu-Tang of the classical prescription may have a better antipyretic effect. In or-
der to make the colloidal phase apply to clinical treatment, this paper reviews drug release behavior of the colloidal 
phase from the theoretical level by referring to the relevant books and summarizing the literature in recent years.
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Decoction is one of the most common traditional Chinese medicine compound dosage forms, and its group is complex. 
The various components may be dispersed with dispersed particles of different sizes in the dispersion medium to form a 
complex dispersion system which includes solution, colloid, emulsion and suspension, namely a mixed dispersion system 
[1]. The existence of mixed dispersion system in Dang-Gui-Bu-Xue-Tang [2] and Ma-Xing-Shi-Gan-Tang [3] has been con-
firmed. Bai-Hu-Tang (BHT) is a heat-clearing prescription in “Shang Han Lun” and also includes mixed dispersion system. 
It has been speculated that the colloidal phase (multi-component nanodisperse) in the BHT may have a better antipyretic 
effect. In view of this, this paper reviews the drug release behavior of the colloidal phase in BHT from the theoretical level.

Studies have shown that colloidal particles in the decoction are in the nanometer level and with the characteris-
tics of nano drug delivery system [4]. To some extent, it can be seen that the colloidal particles in BHT may be a 
special structure of nano drug carrier solid colloidal particles which is free assembled between the effective com-
ponents and the non-pharmacological components [5]. Therefore, the drug release behavior of the colloidal par-
ticles formed during the decoction of BHT may be similar to that of modern nanoparticles. The drug release pro-
cess may be accomplished by surface desorption, particle diffusion, polymer diffusion, swelling and dissolution [6].

Firstly, the colloidal particles with large specific area and charge have strong adsorption. The particles adhered 


